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Results: The results showed that the cases of malaria decreased
uring theﬁrst 5 years of the study (1998 to2002) despite of a slight
ncrease in 2003. The most cases were reported from provinces of
he Sistan and Blochestan, Hormozgan and Kerman with frequency
f 108750, 44650 and 16759 respectively. The most hazard rates
elonged to Sistan and Blochestan and Hormozgan Provinces, and
he most risk maps were related to these three provinces.</p
Conclusion: This survey showd that although in the high risk
rovinces the number of reported cases are still high but in recent
1 years the trend of malaria decresed, that can be due to some
ffective interventions and also decrease raining rate in recent
ears that affected the generation of Anopheles mosquitoes.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.327
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Background: The European Antimicrobial Surveillance in Ani-
als (EASSA) program is dedicated to the collection of zoonotic
nd commensal bacteria from healthy cattle, pigs and chickens at
laughter. The aim of this study was to determine the genetic relat-
dness of randomly selected E. faecium (Em) and E. faecalis (Es)
solates, from chickens and pigs, by multi-locus sequence typing
MLST) and comparisons against an international MLST database
ncluding STs of human isolates
Methods: Epidemiologically unrelated 32 Em and 29 Es from
hickens and pigswere analysed as described on theMLSTwebsite.
omparisons were done against an international database (IDb)
f isolates from hospitalised and community humans, pigs, cat-
le, chickens, other animals, foods and the environment,using the
BURST algorithm.
Results: Allele numbers were assigned to new alleles of 4×Em
nd 8×Es MLST loci. New allelic proﬁles for 10×Em and 4×Es were
ssigned new sequence types (STs). Of the 32 Em isolates only 1
hicken isolate grouped in CC17. In chicken Em, 47% of the isolates
ad a unique ST, 20% had a ST also found among clinical isolates
f hospitalized patients and 47% had a ST found among poultry. In
ig Em, 38% STs were identical to STs found among isolates from
ospitalizedpatients, and84%STsmatchedSTs found in thepig. The
s population is characterized by the presence of a number of CCs
nwhich hospital-derived isolatesmay be considered as equivalent
o the Em CC17and are represented by CC2, CC9, CC11 and CC88. Of
he 29 Es isolates, only one pig isolate grouped in CC11. In pigs Es,
7% were identical to STs found among isolates from hospitalized
atients, while 71% were identical to STs found in the pig IDb. Fornfectious Diseases 16S (2012) e2–e157 e145
chicken Es, 17% had a unique ST, 75% had a ST also found among
hospitalizedpatients, and50%hadaST foundamongmainlyhuman
community isolates.
Conclusion: Comparison of MLST data of the chicken and pif
Em and Es isolates from the EASSA project with isolates contained
in IDb indicated that 27/28 (96%) Em and 28/29 (96%) Es animal-
derived isolates did not group with Em CC17.
http://dx.doi.org/10.1016/j.ijid.2012.05.328
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Background: Parasites, including helminthes and protozoa, are
regarded as a major health and economic concern in many parts
of the world.These organisms have a worldwide distribution,such
that no place can be foundwithout some types of parasitic diseases.
Epidemiological data and the accurate statistics are not available
on the recent years’ prevalence of parasitic infections in Qom
province. Considering the speciﬁc condition of Qom province in
hosting large numberof pilgrims and immigrants, the current study
was performed to determine the prevalence of intestinal parasitic
infections in patients referred to health centers of Qom province.
Methods: This descriptive cross-sectional study was performed
on stool specimens from patients referred to the health centers
of Qom province. We totally evaluated 117,403 fecal samples by
formalin-ether acetate and direct panning technique for presence
of the parasite. Moreover,scotch tape method was used for detec-
tion ofOxyurisvermicularis. Demographic data were recorded in the
patients’ questionnaires and the results were analyzed using sta-
tistical tests.
Results: Within the 117,403 fecal samples evaluated, proto-
zoa, Giardiasis, and then Entamoeba Coli were the most frequently
observed parasites.The lowest infection rate was related to Oxyuris
vermicularis. The three-year prevalence percentage was deter-
mined to be 6.7%.Most infections occurred in spring and summer,
in the age group below 10, and in residents of suburbs and villages.
The Infection rates were almost similar in the two sexes.
Conclusion: Distribution and transmission of many parasitic
infections can be avoidedby removing the shortcomings in envi-
ronmental health facilities, sanitary disposal of garbage, and
improvement in quality of drinking water. Moreover, case ﬁnding,
care and treatment follow up, and education of personal and public
health can play an important role in promoting the community’s
health level. The statistics reported on the frequency rate of par-
asitic infections in different areas are different. These differences
originate from the varieties in geographical and climate conditions,
personal and public health, population density, and the immune
system condition of different individuals. Results of the study can
be helpful for those in charge of health affairs in providing more
